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Education and 
experience  

• Postdoctoral Fellow at The Institute of Cancer Research, London, UK: 
Worked on signaling networks involved in Cell migration and Cell 
replication.  

• Application Scientist at the Chemistry And Physics of Materials Unit, 
Jawaharlal Nehru Centre for Advanced Scientific Research, Bengaluru: 
Worked on charge density analysis of medicinally important compounds.  

• Ph.D in Molecular Biophysics from Indian Institute of Science, Bangaluru: 
Studied lectin-carbohydrate interaction and delineated the role of 
glycosylation in legume lectin oligomerisation.  

• M.Sc. in Solid State Physics from Department of Physics, Karnatak 
University Dharwad.  

• B.Sc. in Electronics from P.C. Jabin Science College, Hubli.  
Achievements  

Research subjects: •  Life Sciences 
•  Interdisciplinary research in Biology 

Research Areas 
 

• Structural biology of cellular signaling networks  
• Structural Biology methods development  
• Drug Discovery  
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